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4128 L SM-IG T B#7" SMIG SM-IG T B#7° SMIG
BiffakERE 071> Sm-Ig Total

50507 SM-IG T SM-Y9 |G SM-IG T --/SMIGS

4121 N SM-IG G B#7" 1G-G SM-IG G B#7"1G-G
BiifexmeEr/0JU> Sm-1gG

50509 SM-IG G SM-I1G G SM-IG G --/SMIGG

4122 NN SM-1G A B#7" 1G-A SM-IG A B#7"1G-A
BififaXmEREs/ O Sm-IgA

50510 SM-IG A SM-IG A SM-1G A --/SMIGA

4123 NN SM-IG M B#7" 1G-M SM-IG M B#7"1G-M
BffifaxmeZr/07JJ> Sm-IgM

50511 SM-IG M SM-IG M SM-IG M --/SMIGM

4124 NN SM-IG D B#7" 1G-D SM-IG D B#7°1G-D
BMEEERE SO SmilgD

50512 SM-IG D SM-IG D SM-IG D --/SMIGD

4126 L .| SM-IG K B#7" AYI° SM-1G K B#7" K
BiffaxmE & 07U SmHgk (ki) -

50513 SM-IG K SM-IG HYN\° Y SM-IG K --/SMIGK

4127 - |smG L BY7" 549" SM-IG L BYJ L
BEBEEREIOIY SmgA(8) S

50514 SM-IG L SM-IG L5 % SM-IG L --/SMIGL

50463 (M THER~Y—/A1— CDI1a CD1A CD1A CDI1A 1A/CDTA

50484 (M THilBR~—AH— CD2 cD2 cbhe cDhe2 2 /LEUSB

50483 | M THRER~Y—A1— CD3 CD3 CD3 CD3 3 /LEU4

50482 (M THlER~—AH— CD4 CcD4 Cch4 cDh4 4 /LEU3A

50480 |MTHEANY—H— CDb5 CD5 CDb5 CD5 5 /LEU1

53612 |MmTHiER~Y—H— CD7 CcD7 CcDh7 CcD7 7 /3A1

50481 #MTHREZRA~Y—AH— CD8 cD8s cD8 cD8 8 /LEU2A

52325 | MTHMiER~Y—7H1— TCRapB TCR-AB TCR-ALPHA&SBETA TCR-AB --/TCRAB

52283 | ;M THMIEA~Y—/— TCRyo TCR-GD TCR-GAMMAS&DELTA | TCR-GD --/TCRGD

50502 |#MBfilai~—/A1— CD19 CD19 CD19 CD19 19/LEU12

51337 | mBfifeRr~—/A— CD20 cDh20 cbh20 CcD20 20/LEU 16

50474 |MBfilER~—7A1— CD21 cD21 cDh21 cDh21 21/B2

53310 |[MB#fil@R~—H1— CD22 cbh22 che22 cbh22 22/LEU14
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J—KNo.| WERERAREERE® 4T iER(1432F) #(B8XF) HER(BXF)
53312 | MBifilRR~Y—71— CD23 Cbh23 CDh23 Cbh23 23/10B8
50500 | MBififleR~Y—71— CD24 CD24 cba4 CD24 24/CD24
53614 |MEMKRY—71— CD13 CD13 CD13 CD13 13/L-M7
51339 |MEHKRY—71— CD14 CD14 CDh14 CD14 14/LEUM3
52168 |MBEMKRY—71— CD15 CD15 CD15 CD15 15/LEUMI1
53616 | MBEHwIKRY—H— CD33 CD33 CD33 CD33 33/L-M9
50479 | ;INKfiZR~Y—H—CD16 CD16 CD16 CD16 16/L1TA
51338 | :INKilizR~¥v—7H— CD56 CD56 CDb6 CD56 56/LEU19
50486 | HINKififzR~v—7H— CD57 CD57 CDb7 CD57 57/LEU7
52497 | fiRERY—H— CD235a 97 34377UUA 7" 34371V A GPA -/G-P.A
53306 | AillV\R-EfIRY—7— CD36 | CD36 CD36 CD36 36/I10P36
53307 | AR ERERRY—71— CD41 | CD41 CD41 CD41 41/10P-
52976 | fill\iR-EXIRFEY—H— CD42a | CD42A CD42A CD42A 42A/10P-
52950 | fillMl-BE#IKFEY—H— CD42b | CD42B CD42B CD42B 42B/10P-
52977 | full/MRk-BR&ICRY—H— CD61 | CD6B 1 CD61 CD61 61/CD61
52490 |[#EEHFY—/H—CDIlla CD11A CD11TA CD11A 1TA/IT16
53613 | EEHFY—H—CDIl1b CD11B CD11B CD11B 11B/L15
51340 |#EHDFY—H— CDl1lc cD11C CD11C CD11C 11C/L-M5
52491 | #EHFY—/H—CD18 CD18 CcDh18 CD18 18/10T18
53617 |#EHTFY—7H— CD44 cDh44 Ccbh44 ch44 44/CD44
53338 |EEHNFY—H— CD54 CD54 CDb54 CD54 54/10L54
53337 |EEHFY—H— CD58 CD58 CD58 CD58 58/10L58
50477 |ZDft CD10 CD10 CD10 CD10 10/J5
50437 | =Dfth CD25 CD25 CD25 CD25 25/1L2R
52316 | zDfh CD26 CcD26 CD26 CD26 26/TA1
53067 | zdfh CD28 cbh2s8 CD28 cDh28 28/KOLT2
53615 | zdfh CD29 cDh29 CD29 CD29 29/4B4
52955 | Zmfth CD30 CD30 CD30 CD30 30/CD30
52498 | zDftt CD34 CD34 CD34 CD34 34/HPCA2
50466 | ZDftt CD38 CD38 CD38 CD38 38/0KT10
53315 | ZDfth CD45 CD45 CD45 CD45 45/HLE1
53618 | ZDftt CD45RA CD45RA CD45RA CD45RA 45RA/2H4
53033 | ZDftt CD45R0 CD45R0 CD45R0 CD45R0 45R0/UCH
53619 | 201t CDG9 CD69 CD69 CD69 69/L23
50465 | Z0ft CD71 CD71 CD71 CD71 71/CD71
55485 |ZdDfh CD103 CD103 CD103 CD103 103/2G5
53620 |z0ft CD117 CD117 CD117 CD117 117/CKIT
52493 | ZDftht CD122 CD122 Ch122 CD122 122/M-B'1
54189 |ZDft FMC7 FMC-7 FMC-7 FMC-7 --/FMC-7
50490 | zmfth HLA-DR HLA-DR HLA-DR HLADR --/HLADR
52904 | AiTHIRY—71— CD4/CD8k CD4/CD8t CD4/CD8t CD4/8 LEU3A/2A
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aXVk # ek
J—RNo. mp IXVNEGER) P IXVMEGEF)
988 MORAXELLA CATARRHALIS Moraxella catarrhalis (h4)Ii& | BRANHAMELLA CATARRHALIS |Branhamella catarrhalis (h5LH&E)
586 M.CATARRHALIS B-355%-t" (+) M. catarrhalis B-379v-tk B.CATARRHALIS B-39%%-t" (+) B. catarrhalis B-37493-thHi
587 M.CATARRHALIS B-3957-t" () M. catarrhalis B-579v—tRt B.CATARRHALIS B-7953-t" (=) B.catarrhalis B-345v-tif
594 ENTEROBACTER ASBURIAE Enterobacter asburiae ENTEROBACTER ASBURIAE(CDC17) | Enterobacter asburiae (CDC17)
707 ELIZABETHKINGIA MENINGOSEPTICA | Elizabethkingia meningoseptica | CHRYSEOBACTERIUM MENINGOSEPTICUM | Chryseobacterium meningosepticum
819 ACHROMOBACTER XYLOSOXIDANS | Achromobacter xylosoxidans ALCALIGENES XYLOSOXIDANS | Alcaligenes xylosoxidans
BE
m PN # fiek
J—FNo. IAVRE IXVREGES) IAVRE IXAVREGEF)
666 PARABACTEROIDES DISTASONIS| Parabacteroides distasonis |BACTEROIDES DISTASONIS Bacteroides distasonis
684 FINEGOLDIA MAGNA Finegoldia magna PEPTOSTREPTOCOCCUS MAGNUS| Peptostreptococcus magnus
694 EGGERTHELLA LENTA Eggerthella lenta EUBACTERIUM LENTUM Eubacterium lentum
803 P.ASACCHAROLYTICUS Peptoniphilus asaccharolyticus [ P.ASACCHAROLYTICUS P. asaccharolyticus
968 PARVIMONAS MICRA Parvimonas micra PEPTOSTREPTOCOCCUS MICROS | Peptostreptococcus micros
HBILERSHE
JIXVR Ll fiesk
J—RNo. mp IXVEGER) mp IXVNEGEF)
618 SALMONELLA 03577 Salmonella O35 SALMONELLA 0-35 (GROUP 0) Salmonella 035 (O#)
663 SALMONELLA 01677 Salmonella O16% SALMONELLA O-16 (GROUP I) Salmonella 016 (I8)
664 SALMONELLA 01877 Salmonella O18# SALMONELLA 0-18 (GROUP K) |Salmonella 018 (K&)
673 SALMONELLA 013%5°7 Salmonella O13% SALMONELLA 0O-13 (GROUP G) Salmonella 013 (G&)
687 SALMONELLA 06,145°J Salmonella 06, 14 SALMONELLA 0-6,14 (GROUP H)| SaImonel la 06, 14 (H&)
688 SALMONELLA 021%°7 Salmonella 0218 SALMONELLA 0O-21 (GROUP L) Salmonella 021 (L&)
690 SALMONELLA O11%°” Salmonella O11% SALMONELLA O-11 (GROUP F) Salmonella 011 (F&)
748 SALMONELLA 027°J(I"5¥7AA 11" 4)| Sa Imone | | a 02% (/\5FJZALSY) | SALMONELLA O-2(PARA A {1°4) | Salmonella 02 (N\SFIRALSY
749 SALMONELLA 047" Salmonella 04% SALMONELLA 0-4(GROUP B) Salmonella 04 (B#)
750 SALMONELLA 075"V Salmonella O7# SALMONELLA O-7(GROUP C1,C4) | Salmonel la 07 (C1, C4%)
751 SALMONELLA 087°” Salmonella O8# SALMONELLA O-8(GROUP C2,C3) | Salmonel la 08 (C2, C3#)
752 SALMONELLA 097" J(F72%7 4117 4) Salmonel la O9% (F7REMUS) | SALMONELLA O-9 (F72%Y 15°4) Salmonel la 09 (F7RELS)
753 SALMONELLA 03,1057 Salmonella 03, 108 SALMONELLA 0-3,10(E1,E2E3) | Salmonella 03, 10 (E1, E2, E3#)
754 SALMONELLA 01,3,195°Y Salmonella 01, 3, 198 SALMONELLA 0-1,3,19(E4) Salmonella 01, 3, 19 (E4%)
ESBL
aAXUK # e
J—RNo. IXVRE IAVREGEF) XS IXVNEGEF)
625 PROTEUS MIRABILIS ESBL(+) Proteus mirabilis ESBL (+) PROTEUS MIRABILIS (ESBLS) Proteus mirabilis (ESBLS)
628 ESCHERICHIA COLI ESBL(+) Escherichia coli ESBL (+) ESCHERICHIA COLI(ESBLS) Escherichia coli (ESBLs)
972 KLEBSIELLA PNEUMONIAE ESBL(+) | Klebsiella pneumoniae ESBL (+) | KLEBSIELLA PNEUMONIAE(ESBLS) | Klebsiella pneumoniae (ESBLs)






